Letter listing all corrections that have been made
The authors wish to express their gratitude to the editors and the reviewers for their valuable and constructive input on the paper entitled “Evolutionary Design of Sugeno-type Fuzzy System for Humanoid Robot Modeling.” All the suggested improvements have been incorporated into the revised paper. Specific responses to the indicated comments are provided below. All the revisions to the manuscript are indicated using underlines.
For reviewer 1: 

Nice paper regarding the use of the GA and Sugeno-type Fuzzy system. However, the expression of that us is rather confuse when it is written. Section 2 can be summarized since Sugeno methodology is well-known (only those aspects that are developed below should be included). Please avoid the use of the first person (I, we, our) since it is discouraged in technical paper. It is not clear what the contribution of the paper is (development of a new methodology with some novel variations, the application of a new field, both or none). 

The sentence "they look like very smooth" is confuse and vague, please consider revision.
► The paper has been carefully revised and corrected with regard to the use of the first person. In addition, the readability has been improved. As recommended by a reviewer, the Sugeno methodology is summarized while deleting the architecture and the details that are available elsewhere (for which, references have been cited). In the introduction, the main contributions of the paper have been explicitly stated. The vague sentence “they look like very smooth” is modified to “~ generate very smooth motion.” The English presentation has been carefully improved.
For reviewer 2: 

The paper presents the design of a Takagi-Sugeno type neuro-fuzzy system for humanoid robot modeling, though a genetic algorithm approach. The selection and number of input variables among 10 candidates, the number and type of fuzzy sets for each chosen variable, and the type of consequent function for the fuzzy rules are all determined by the evolutionary algorithm approach. In general the paper is well organised and written, easy to follow and read. The idea itself is not novel, as genetic designing of fuzzy systems has been done before. Therefore, the authors should specify the novelty of the approach with respect to other approaches. However, the application is interesting and results seem promising. As an interesting application, I consider the paper may be published after some corrections given below.
1) There are some issues with the use of the articles 'the', 'a/an' and the plural and singular. Example of corrections: page 1, line 51, Fuzzy systems have been...; page 3, line 47, “from the recent literature...”; page 4, line49, “... the consequent parts are...”. There are many more little mistakes like that, I recommend a whole review and corrections accordingly.
► As suggested by the reviewer, the English presentation of the paper has been thoroughly improved by a native English speaker who also has a technical knowledge of the paper. The typos and grammatical errors have been corrected in the process.

2) I am not sure of what will be the modified quadratic function for the case of one input in the lower left corner in Table 1?
► As given in Table 1, 4 different types of polynomials are employed for consequent parts in the fuzzy model. Generally, the consequent consists of two or more inputs. The case of four types of polynomial functions for only one input is not considered in this paper. To avoid confusion, the case of one input has been removed from Table 1.  

3) In page 6, first paragraph, it is stated “For simplicity the nonlinear system to be identified is assumed to have only two input variables and each input variable has two fuzzy sets”. I guess this statement was used in this section to exemplify the kind of fuzzy models that can be designed using the proposed approach. Note that 4 inputs were determined in the examples given to illustrate the approach. Thus, I think this paragraph should be corrected to avoid confusion.
► Based on the reviewer’s suggestion, the details of the Sugeno methodology have been removed and replaced by a summary and a citation of a relevant reference. 
4) In page 8 it is stated that the general LSE method is used to adjust the coefficients of the consequent polynomial functions. How the antecedent parameters, which define the

membership functions, were adjusted?
► As the antecedent structure, the types of membership function (MF) and the number of MF are tuned by the present evolutionary design. These procedures are indicated in Tables 2 and 3. Setting of the parameters is done as in ordinary parameter identification. Suppose the domain intervals of 
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 respectively. Each domain interval is divided into N+1 regions (N can be different for different variables, and the lengths of these regions can be equal or unequal) denoted by Small, Big,…, and each region is assigned a fuzzy membership function.
5) Page 13, line 44, substitute “restricted under four” by “restricted up to four”.
► As suggested by the reviewer, the term “restricted under four” is replaced by “limited to between two and four”
6) For the case of the number and selection of dominant input variables, restricted up to four, how this restriction is implemented?
► As given in Table 5, two bits are assigned for the number of dominant inputs. The available range of the two bits from 00 to 11 is 0 to 4. But 0 and 1 are not considered in the input selection. Dominant input variables are selected as many times as the values of the two bits in the 4th sub-chromosome. The relationship between two bits and the number of inputs is given in Table 5. For example, the 4th sub-chromosome is 00 and the 5th sub-chromosome is 0100111110. Then, two inputs among the 2nd, 5th, 6th, 7th, 8th 9th input variables are selected randomly.
7) In the figures 9, 10, 12, 13, 15 and 16, the plot (a), vertical axis should be named as MSE instead of error, is not it?
► As suggested by the reviewer, the vertical axis has been renamed as MSE instead of error
8) Check a typo error in ref [11].
► This has been corrected.
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